A web based resource for studies on the Microsporidia.  
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The microsporidia have attracted much attention recently as a result of their role as opportunistic pathogens in patients with immune suppression, such as those with HIV/AIDS.  The genome of the Encephalitozoon cuniculi was completed in 2001 {Katinka, 2001 #1850}.   Additional partial genome data (genome sequence surveys) have been generated by different investigators for Spraguea lophii, Antonospora locustae (Nosema locustae), Encephalitozoon hellem, Nosema bombycis, Bracheola algerae and Enterocytozoon bieneusi.  The National Institutes of Health has supported the development of Bioinformatics Resource Centers to create web based resources for pathogenic organisms.   A microsporidia web resource has been created at http://biohealthbase.org.   The tools for the analysis of these organisms will be discussed and the functionality of the database will be discussed.  The input of researchers involved with the Microsporidia will be critical in determining future directions for this web resource including issues such as taxonomy, community annotation, and additional analytic tools.
